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PROFESSIONAL EXPERIENCE:

2019-2021 April Visiting Assistant Professor, Dept. of Food Science and Technology,

University of California Davis

2013- 2019 Feb Senior Lecturer Dept. of Basic Veterinary Sciences, University of Peradeniya,
Sri Lanka
2016 Sep-2016 Nov Visiting Assistant Professor, Dept. of Food Science and Technology,

University of California Davis, USA

2015 Sep-2015 Nov Visiting Assistant Professor, Dept. of Food Science and Technology,

University of California Davis, USA

2012- 2013 Post-Doctoral Researcher, David Mills lab, Dept. of Viticulture and

Enology University of California Davis, USA

RESEARCH EXPERIENCE

Study on host microbial interaction in the gut using RNAseq gene expression. Designed and
conducted RNASeq experiments in mammalian (Caco2 cells, milk somatic cells) and bacterial
cells (Bifidobacterium and Lactobacilli). Study on the genetic response of host cells and the
bacterial cells to prebiotics such as BMO and HMO

Analysis of next generation sequencing (RNAseq) data of eukaryotes and prokaryotes using
CLC genomic workbench, K base and DSeq
Metabolic Pathway analysis using Ingenuity, DAVID and Reactome

Bacterial genetics - Microbial genome assembly and annotation using Kbase, JGI/IGM and
CLC genomic workbench

Growth of anaerobic bacteria in different carbon sources, glycorpofiling and analysis if
glycan consumption by bacteria

Bacterial cloning and gene knockout studies, Gene deletion in E.coli by Red-mediated
recombination



e Collaborated with a project that involved General automation lab technology (GALT) that
did high throughput culturomics of Bifidobacterium and familiarized with the GALT
technology and the downstream

e Expertise on RNA extraction from mammalian and bacterial cells, cDNA and RNA-Seq library
preparation, gene expression (Real time PCR, microarray and RNA-Seq), genotyping
(KASPAR, sequenome, RFLP), TAG SNP identification and candidate gene based association
analysis

e RFLP, ARMS and MLST genotyping to identify variations in bovine genes (casein cluster genes)
and characterization of bacterial species

e Establish and maintain a cell culture lab at Dept. of Food Science and Technology, University
of California Davis. Work on human intestinal (Caco2, T84) and bovine adipose tissue primary
cell culture

e KASP and Sequnome genotyping to study candidate gene based association analysis in beef
and dairy cattle

e MicroRNA-Sequencing on human urine samples and data analysis

e Metagenomics studies using 16S sequencing in bacteria (water and hot water springs) and data
analysis using QIIME

e Use of mouse model for studies on host—microbe response to prebiotics
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REVIEW OF DATABASES:

Sialic acid metabolism in Reactome data base (2014)
http://www.reactome.org/PathwayBrowser/#DB=gk_current& FOCUS_SPECIES_ID=48887&
FO CUS_PATHWAY_ID=4085001&ID=4085001



